Appendix 1. Alignment of huBUB3 coding sequences 



GGGAGCCCAAGATGACCGGTTCTAACGAGTTCAAGCTGAACC AGCC A i nven t ion disclosure 

GGGAGCCCAAGATGACCGGTTCTAACGAGTTCAAGCTGAACCAGCCA Lee-Ng sequence 

GGGAGCCCAAGATGACCGGTTCTAACGAGTTCAAGCTGAACCAGCCA 1 182 , SEQ ID NO : 1 

GGGAGCCCAAGATGACCGGTTCTAACGAGTTCAAGCTGAACCAGCCA '700, SEQ ID NO : 1 



CCCGAGGATGGCATCTCCTCCGTGAAGTTCAGCCCCAACACCTCCCAGTTCCTGCTTGTC 
CCCGAGGATGGCATCTCCTCCGTGAAGTTCAGCCCCAACACCTCCCAGTTCCTGCTTGTC 
CCCGAGGATGGCATCTCCTCCGTGAAGTTCAGCCCCAACACCTCCCAGTTCCTGCTTGTC 
CCCGAGGATGGCATCTCCTCCGTGAAGTTCAGCCCCAACACCTCCCAGTTCCTGCTTGTC 

TCCTCCTGGGACACGTCCGTGCGTCTCTACGATGTGCCGGCCAACTCCATGCGGCTCAAG 
TCCTCCTGGGACACGTCCGTGCGTCTCTACGATGTGCCGGCCAACTCCATGCGGCTCAAG 
TCCTCCTGGGACACGTCCGTGCGTCTCTACGATGTGCCGGCCAACTCCATGCGGCTCAAG 
TCCTCCTGGGACACGTCCGTGCGTCTCTACGATGTGCCGGCCAACTCCATGCGGCTCAAG 



TACCAGCACACCGGCGCCGTCCTGGACTGCGCCTTCTACGATCCAACGCATGCCTGGAGT 
TACCAGCACACCGGCGCCGTCCTGGACTGCGCCTTCTACGATCCAACGCATGCCTGGAGT 
TACCAGCACACCGGCGCCGTCCTGGACTGCGCCTTCTACGATCCAACGCATGCCTGGAGT 
TACCAGCACACCGGCGCCGTCCTGGACTGCGCCTTCTACGATCCAACGCATGCCTGGAGT 



GGAGGACTAGATCATCAATTGAAAATGCATGATTTGAACACTGATCAAGAAAATCTTGTT 
GGAGGACTAGATCATCAATTGAAAATGCATGATTTGAACACTGATCAAGAAAATCTTGTT 
GGAGGACTAGATCATCAATTGAAAATGCATGATTTGAACACTGATCAAGAAAATC 
GGAGGACTAGATCATCAATTGAAAATGCATGATTTGAACACTGATCAAGAAAATCTTGTT 



GGGACCCATGATGCCCCTATCAGATGTGTTGAATACTGTCCAGAAGTGAATGTGATGGTC 
GGGACC C ATGATGC C C C TATC AG ATGTGTTG AATACTGTC C AGAAGTG AATGTG ATGGTC 
GGGACCC ATGATGC CC C TATC AG ATGTGTTGAATAC TGTCC AGAAGTGAATGTGATGGTC 
GGGACC C ATGATGC C C C TATC AG ATGTGTTG AAT AC TGTC C AGAAGTG AATGTG ATGGTC 



ACTGGAAGTTGGGATC AGAC AGTTAAAC TGTGGGATC C C AGAACTC CTTGTAATGC TGGG 
ACTGGAAGTTGGGATC AGAC AGTTAAAC TGTGGGATCC C AGAAC TC C TTGTAATGCTGGG 
ACTGGAAGTTGGGATCAGACAGTTAAACTGTGGGATCCCAGAACTCCTTGTAATGCTGGG 
AC TGG AAGTTGGG ATC AG AC AGTTAAAC TGTGGGATC C C AG AAC TC C TTGT AATG C TGGG 



ACCTTCTCTCAGCCTGAAAAGGTATATACCCTCTCAGTGTCTGGAGACCGGCTGATTGTG 
ACCTTCTCTCAGCCTGAAAAGGTATATACCCTCTCAGTGTCTGGAGACCGGCTGATTGTG 
ACCTTCTCTCAGCCTGAAAAGGTATATACCCTCTCAGTGTCTGGAGACCGGCTGATTGTG 
ACCTTCTCTCAGCCTGAAAAGGTATATACCCTCTCAGTGTCTGGAGACCGGCTGATTGTG 



GGAACAGCAGGCCGCAGAGTGTTGGTGTGGGACTTACGGAACATGGGTTACGTGCAGCAG 
GGAACAGCAGGCCGCAGAGTGTTGGTGTGGGACTTACGGAACATGGGTTACGTGCAGCAG 
GGAACAGCAGGCCGCAGAGTGTTGGTGTGGGACTTACGGAACATGGGTTACGTGCAGCAG 
GGAACAGCAGGCCGCAGAGTGTTGGTGTGGGACTT AC GG AAC ATGGGTT AC GTGCAGC AG 



CGCAGGGAGTCCAGCCTGAAATACCAGACTCGCTGCATACGAGCGTTTCCAAACAAGCAG 
CGCAGGGAGTCCAGCCTGAAATACCAGACTCGCTGCATACGAGCGTTTCCAAACAAGCAG 
CGCAGGGAGTCCAGCCTGAAATACCAGACTCGCTGCATACGAGCGTTTCCAAACAAGCAG 
CGCAGGGAGTCCAGCCTGAAATACCAGACTCGCTGCATACGAGCGTTTCCAAACAAGCAG 

GGTTATGT ATT AAGC TC T ATTG AAGGCC GAG TGG [ a ] AGTTGAGTATTTGGACCCAAG 

GGTTATGTATTAAGCTCTATTGAAGGCCGAGTGG [ C 3 AGTTGAGTATTTGGACCCAAG 

GGTTATGTATTAAGCTCTATTGAAGGCCGAGTGG [ c ] AGTTGAGTATTTGGACCCAAG 

GGTTATGTATTAAGCTCTATTGAAGGCCGAGTGG [ c ] AGTTGAGTATTTGGACCCAAG 



C CC TG AGGTAC AG AAGAAGAAGTATGCC TTC AAATGTC AC AG AC TAAAAGAAAATAATAT 
CCCTGAGGTACAGAAGAAGAAGTATGCCTTCAAATGTCACAGACTAAAAGAAAATAATAT 
CCCTGAGGTACAGAAGAAGAAGTATGCCTTCAAATGTCACAGACTAAAAGAAAATAATAT 
CCCTGAGGTACAGAAGAAGAAGTATGCCTTCAAATGTCACAGACTAAAAGAAAATAATAT 

15 



TGAGCAGATTTACCCAGTCAATGCCATTTCTTTTCACAATATCCACAATACATTTGCCAC 
TGAGCAGATTTACCCAGTCAATGCCATTTCTTTTCACAATATCCACAATACATTTGCCAC 
TGAGCAGATTTACCCAGTCAATGCCATTTCTTTTCACAATATCCACAATACATTTGCCAC 
TGAGCAGATTTACCCAGTCAATGCCATTTCTTTTCACAATATCCACAATACATTTGC 

AGGTGGTTCTGATGK3CTTTGTAAATATTTGGGATCCATTTAACAAAAAGCGACTGTGCCA 
AGGTGGTTCTGATGGCTTTGTAAATATTTGGGATC 

AGGTGGTTCTGATGGCTTTGTAAATATTTGGGATCCATTTAACAAAAAGCGACTGTGCCA 
AGGTGGTTCTGATGGCTTTGTAAATATTTGGGATCCATTTAACAAAAAGCGACTGTGCCA 

ATTCCATCGGTACCCCACGAGCATCGCATCACTTGCCTTCAGTAATGATGGGACTACGCT 
ATTCCATCGGTACCCCACGAGCATCGCATCACTTGCCTTCAGTAATGATGGGACTACGCT 
ATTCCATCGGTACCCCACGAGCATCGCATCACTTGCCTTCAGTAATGATGGGACTACGCT 
ATTCCATCGGTACCCCACGAGCATCGCATCACTTGCCTTCAGTAATGATGGGACTACGCT 

TGCAATAGCGTCATCATATATGTATGAAATGGATGACACAGAACATCCTGAAGATGGTAT 
TGCAATAGCGTCATCATATATGTATGAAATGGATGACACAGAACATCCTGAAGATGGTAT 
TGCAATAGCGTCATCATATATGTATGAAATGGATGACACAGAACATCCTGAAGATGGTAT 
TGCAATAGCGTCATCATATATGTATGAAATGGATGACACAGAACATCCTGAAGATGGTAT 

CTTCATTCGCCAAGTGACAGATGCAGAAACAAAACCCAAGTCACCATGTACTTGACAAGA 
CTTCATTCGCCAAGTGACAGATGCAGAAACAAAACCCAAGTCACCATGTACTTGACAAGA 
CTTCATTCGCCAAGTGACAGATGCAGAAACAAAACCCAAGTCACCATGTACTTGACAAGA 
CTTCATTCGCCAAGTGACAGATGCAGAAACAAAACCCAAGTCACCATGTACTTGACAAGA 

TTTC ATTTAC TTAAGTGCC ATGTTGATGATAATAAAAC AATTCGTAC TC CC C AATGGTGG 
TTTCATTTACTTAAGTGCCATGTTGATGATAATAAAACAATTCGTACTCCCCAATGG 
TTTCATTTACTTAAGTGCCATGTTGATGATAATAAAACAATTCGTACTCCCCAATGGTGG 
TTTCATTTACTTAAGTGCCATGTTGATGATAATAAAACAATTCGTACTC 
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16 



